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New conclusions

1. This study exploited 20 bacteria species who have been identified to characterize the poor nitrogen and rich lignocellulose diet of C. gestroi from available DNA metagenome data. Of the three species involved in nitrogen metabolism and five species involved in hydrolysis of lignocellulose in gut C. gestroi without in other termites. Thus, We classified 578 ORF coding lignocellulase into 52 different GH families according to CAZY classification;
2. We developed successfully a method to exploit gene from DNA metagenome data by probes basing on the amino acid sequences which studied detail characters and using support of bioinformatic tools, in the direction of application with important properties of heat and alkalinity resistance. The GL0112518 gene coding for β-xylosidase was found out from the DNA metagenome data of microorganism in gut of the C. gestroi by GH43 probe;
3. The GL0112518 gene is expressed succesfully in E.coli Rosetta 1. The Xbx14 protein has the β-xylosidase activity, with kinetic parameters of Lineweaver-Burk equation of Km = 3.18mM and Vmax = 6.5 μmol/min and specific activity of 24.54 U/mg. It is a new and highly active enzyme with optimum activity in high temperature and alkaline pH.
	Advisor(s)

Prof. Dr. Hai  Truong Nam   Assoc. Prof. Dr. Lanh Dang Huu
	PhD Student

Giang Nguyen Minh


